Feline calicivirus (FCV) is a member of the Caliciviridae and contains a positive-stranded, non-segmented. polyadenylated RNA genome. It codes for at least one structural protein [ 1. 21 and one nonstructural protein [3] . The mode of synthesis of the viral RNA is still not clear. Neil Total RNA was extracted from FCV F9 infected CRFK cells at 5h post-infection, separated on a denaturing agarose gel, transferred to nitrocellulose filters by vacuum blotting and hybridised with each radio-labelled FCV probe.
It was found that the probe prepared from the 3' end of the genome hybridised with all of the FCV transcripts. As the probes used were progressively more 5' within the genome, there was a corresponding loss of hybridisation to the shorter subgenomic RNA (Fig. 2) . This demonstrates that the RNAs are co-terminal, nested sets of transcripts in which the transcripts begin at specific points and then continue to the 3' end of genome. This pattern of transcription is similar to that employed by the coronaviruses and the togaviruses [6, 7, 81 . These findings also agree with the results of the preliminary study conducted by Neil and Mengeling [4] . Work is currently underway to determine the specific start point of transcription of the major subgenomic RNA.
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